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Human p63Krsl/SAMK gene and encoded sequence 

1. atggagcagccgccggcgcctaagagtaaactaaaaaagctgagtgaagacagtttgactaagcagcctgaagaa 

1. MEQPPAPKSKLKKLSEDSLTKQPEE 

76. gtttttgatgtattagagaagcttggagaagggtcttatggaagtgtatttaaagcaatacacaaggaatccggt 

26. VFDVLEKLGEGSYGSVFKAIHKESG 

151. caagttgtcgcaattaaacaagtacctgttgaatcagatcttcaggaaataatcaaagaaatttccataatgcag 

51. QVVAIKQVPVESDLQEIIKEISIMQ 

22 6. caatgtgacagcccatatgttgtaaagtactatggcagttattttaagaatacagacctctggattgttatggag 

76. QCDSPYVVKYYGSYFKNTDLWIVME 

301. tactgtggcgctggctctgtcteagacataattagattacgaaacaagacattaatagaagatgaaattgcaacc 

101. YCGAGSVSDIIRLRNKTLIEDEIAT 

376. attcttaaatctacattgaaaggactagaatatttgcactttatgagaaaaatacacagagatataaaagctgga 

126. ILKSTLKGLEYLHFMRKIHRDIKAG 

451. aatattctcctcaatacagaaggacatgcaaaattggcagattttggagtggctggtcagttaacagatacaatg 

151. NILLNTEGHAKLADFGVAGQLTDTM 

526. gcaaaacgcaatactgtaataggaactccattttggatggctcctgaggtgattcaagaaataggctataactgt 

176. AKRNTVIGTPFWMAPEVIQEIGYNC 

601. gtggccgacatctggtcccttggcattacttctatagaaatggctgaaggaaaacctccttatgctgatatacat 

201. VADIWSLGITSIEMAEGKPPYADIH 

676. ccaatgagggctatttttatgattcccacaaatccaccaccaacattcagaaagccagaactttggtccgatgat 

226. PMRAIFMIPTNPPPTFRKPELWSDD 

751. ttcaccgattttgttaaaaagtgtttggtgaagaatcctgagcagagagctactgcaacacaacttttacagcat 

251. FTDFVKKCLVKNPEQRATATQLLQH 

826. ccttttatcaagaatgccaaacctgtatcaatattaagagacctgatcacagaagctatggagatcaaagctaaa 

276. PFIKNAKPVSILRDLITEAM E 1 K A K 

901 agacatgacgaacagcaacgagaattggaagaggaagaagaaaattcggatgaagatgagctggattcccacacc 

301.- RHDEOORELEE BBBN SDEDELDSHT 

976 . atggtgaagactagtgtgggagagtgtggcaccatgcgggccacaagcacgatgagtgaaggggcccagaccatg 

326. MVKTSVGECGTMRATSTMSEG AQTM 

1051. attgaacataatagcacgatgttggaatccgacttggggaccatggtgataaacagtgaggatgaggaagaagaa 

351. IEHNSTMLESDLGTMVINSEDEEEE 

1126 gatggaactatgaaaagaaatgcaacctcaccacaagtacaaagaccatctttcatggactactttgataagcaa 

376. DGTMKRNATSPQVQRPSFMDYFDKQ 

1201 gacttcaagaataagagtcacgaaaactgtaatcagaacatgcatgaacccttccctatgtccaaaaacgttttt 

401. DFKNKSHENCNQNMHEPFPMSKNVF 
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1276 . cctgataactggaaagttcctcaagatggagactttgactttttgaaaaatctaagtttagaagaactacagatg 
426. PDNWKVPQDGDFDFLKNLSLEELQM 

1351. cggttaaaagcactggaccccatgatggaacgggagatagaagaacttcgtcagagatacactgcgaaaagacag 
451. RLKALDPMMERE I EELRQRYTAKRQ 

1426. cccattctggatgcgatggatgcaaagaaaagaaggcagcaaaacttt tga 1476 {SEQ ID NO:l) 
476. PILDAMDAKKRRQQNF 491 (SEQ ID N0:2) 

Bold: predicted region of p33/36 in the Krsl gene product, underline: antigen 
peptides 
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